(®)
2012 2014

Somatic mosaicism of RAS pathway gene mutations in pediatric myeloid malignancies
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Juvenile myelomonocytic leukemia (JMML) is an aggressive myeloid neoplasm of
early childhood characterized by the excessive proliferation of myelomonocytic cells. Somatic mutations
in PTPN11, NRAS, KRAS, NF1, or CBL, which induce deregulation of the RAS signaling pathway, are
responsible for the pathogenesis of JMML. We screened mutational status of JMML patients, and reported 2
patients with somatic mosaicism of oncogenic NRAS mutation (Doisaki S, et al., Blood 2012). In total, we
could identified 6 patients of JMML with somatic mosaicism of RAS pathway genes.
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