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Gene expression profiling of cerebral artery and search for biomarkers of cerebral v
asospasm after subarachnoid hemorrhage
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Cerebral vasospasm is one of the most important cerebrovascular events following s
ubarachnoid hemorrhage (SAH) and characterized by delayed and prolonged contraction of cerebral arteries,
which may cause cerebral ischemia and lead to death or neurological deficits in patients with SAH. However
, the molecular mechanisms which contribute to the development of vascular events including cerebral vasos
pasm remain to be elucidated. In this study, we investigated the time course of changes in the gene expres
sion of cerebral artery using rabbit SAH model by using Agilent rabbit oligo DNA microarrays. Microarray
analysis revealed that the number, magnitude of fold change, and gene expression pattern were most dynamic
ally changed on day 3, whereas CT angiography revealed significant narrowing of basilar artery with a peak

on day 5 after SAH.
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(day 3, day 5, day 7)
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day 7 -log (p-value)

P 0.05 )

1 SAA 602 RLNI 473 RLN1 482

SAAP 588 SAAMP 1,50 SAAIP 3.93

3 HP 78 HP 140 HP 347

SAA, Serum amyloid A; SAA3P, Serum
amyloid A3 protein; HP, Haptoglobin;
RLN1, relaxin-1;

Log2FC, Log2 fold change
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