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Cluster analysis in phenotyping eosinophilic chronic rhinosinusitis
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Chronic rhinosinusitis (CRS) is a heterogeneous disease whose pathophysiology is n
ot fully understood. Recently, cluster analysis has been used to classify the phenotypes and subtypes of a
sthma and food allergy. The aim of this study was to investi%ate CRS phenotype using cluster analysis. A t
otal of 22 patients were enrolled in this study. The range of peripheral blood eosinophil counts were 0.8-
25.3%. Serum total IgE were 25-14321U/ml. Mucosal tissues eosinophilia were 12-320 eosinophils/HPF. Cluste
r analysis that added measurement of cytokine did not indicate significant difference. So it is important
to accumulation of the number of cases of patients in future.
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