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Functional analysis of three genes expressed in favorable neuroblastoma.
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Neuroblastoma (NB) is the most common cancer in infants arising from neural
crest, is classified unfavorable and favorable outcome. Recently, we assessed gene expression analysis
between favorable group and unfavorable group of neuroblastoma by oligo-microarray then extracted the top
three candidate genes including DHRS3, NROB1, and CYP26Al in the favorable groups and performed
functional analysis. Established knockdown and overexpression neuroblastoma stable clones in TGW,
SK-N-SH, NH12 caused cell growth inhibition, suppression of colony formation ability.

We also observed that the overexpression of DHRS3 promotes lipid droplet accumulation and that involved
in cell differentiation. Further RNA-seq and IPA pathway analysis revealed that these genes related to
the network of lipid metabolism, molecular transport, neurological diseases etc.

So we suppose that DHRS3, NROB1, and CYP26Al may be the growth suppressor in tumor neuroblastoma cell
lines.
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Top Analysis-Ready Molecules of DHRS3 overexpressed clones

NN SN

DHRS3 97.190 IL13RA2 -104.205

SGCZ 26.204 1t CNTN4 -64.994 1
FOLH1B 19.399 1t MSN -62.758 1
LRP1B 18.048 1 PEG3 -52.021 1
INSM1 10,716 1 IS100A16  -49.169 1
CPNE7 9.802 i ESHEI -47.391 1
ALDH1A1 9.670 1 P2RY6 =TT 1
RAPSN 9.246 T MASP1 -30.885 1
GLIS1 9.222 T LINCO0461 -26.177 1
MFENG 8.459 T CLDN1 -24.584 1
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