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Analysis of Cell response by low dose irradiation
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The cell response of low dose (0.1-100mGy) irradiation was investigated. Quantit
ative PCR was carried out whether specific gene expression change or not. As a result, 0.1 to 100mGy irra
diation, that dose do not affect apoptosis ratio significantly, cause specific gene expression change such

as p53, MnSOD in neuroblastoma cell line NB-1. Furthermore, to detect mitochondria DNA mutation, RFLP, SS
CP and TagMan based QPCR was performed. As a result, The TagMan probe method was the easiest and most repr
oducible among them.
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Forward primer
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Reverse primer
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RFLP mEDNA
mtDNA DNA primer
0-100% PCR
Forward primer
5 - AGGACAAGAGAAATAAGGCCT-3
Reverse primer
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PCR NaOH
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mtDNA mtDNA
DNA primer TagMan probe
0-100% PCR

Forward primer
5 -CACCCAAGAACAGGGTTTGTTAA-3
Reverse primer
5 -GTTGGCCATGGGTATGTTGTTA-3'

TagMan probe to detect wt mtDNA
5 -VIC- ATGGCAGAGCCCGG-MGB-3'
TagMan probe to detect mut mtDNA
5 -FAM- TGGCAGGGCCCGG-MGB-3'
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