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The study of the oxidative stress-induced neurodegeneration in CNS by using Tmem135
mutant mice
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Tmem135 Transmembranel35

The gene decoding projects in the word identified all genome sequence, and it was
shown that there were still a lot of unknown genes.

In this study, | focused tmeml135 (transmembranel35) that is one of unknown genes. | kept tmeml35 mutant m
ice in high concentration oxygen to study the relationship between tmeml35 and oxidative stress. In tmeml3
5 mutant mice with high concentration oxygen, the oxidative stress marker was increased in comparison with

normal mice. This suggested that tmeml35 is the gene that associated with oxidative stress.
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