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Analysis for mechanism of infective endocarditis caused by Streptococcus oralis

KONISHI, TKURI

3,200,000 960,000

S. oralis 308

Infective endocarditis is characterized by formation of septic masses of platelets
on the surfaces of heart valves and it most commonly caused by oral viridans streptococci. Although many
factors may contribute to pathogenicity, onset of infective endocarditis still need to be further investig
ated. In this study, we attempt to determine whole genome sequence of Streptococcus oralis 308 isolated fr
om infective endocarditis patient, and compare with invirulence strain of S. oralis to find the novel path
ogenic genes. In present, we have generally finished determining the genome sequence, and intend genomic a

nalysis.
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