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Identification of the microbiota in carious dentin lesions
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In the present study, the bacterial communities in the carious dentin of Japanese
subjects were analyzed comprehensively using molecular approaches. Carious dentin lesion samples were coll
ected from 32 subjects. The bacterial composition was classified into clusters I, Il, and 11l according to

the relative abundance (high, middle, and low, respectively) of Lactobacillus. Cluster | consisted of hig

h proportions of Lactobacillus. The bacterial communities in cluster 11l were characterized by the predomi
nance of Propionibacterium or Olsenella. Clusters mainly related to Olsenella and Propionibacterium, were
novel combinations of microbiota in carious dentin lesions and may be characteristic of the Japanese popul
ation. Clone library analysis revealed that 0. profuse and P. acidifaciens were specific species associate
d with dentinal caries among these genera in a Japanese population.
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17 11A4 11IB2 1IB4 11BS 1I1A1 11IA2 11IA3 1IB1 11B2 1IC1 1IC2 1IC3 11IC4 1IC5 111C6
Lactobacillus 32 21 13 30 24 0 0 1 0 1 3 1 0 0 0 0
L. acidophilus 529 3
L. crispatus 817 8
L. fermentum 608 1
L. gasseri 615 2 14 3
L. oris 709 6
L. paracasei 716 19 21 7 1 1 1
L. reuteri 818
L. rhamnosus 749 1 2
L. salivarius 756 11 7 1
L. vaginalis 51 4
Lactobacillus sp. 461 1
L. delbrueckii subsp. bulgaricus str. ATCC BAA-365 8
L. delbrueckii str. YIT 0080 4
Propionibacterium 4 0 21 11 0 0 0 0 0 0 25 39 58 22 65 38
Pro. acidifaciens 191 4 21 11 25 39 58 22 65 35
Pro. propionicum 739 3
Ol ] 1 0 51 17 0 1 0 70 [ 7 27 0 0 17 10
O. profusa 806 1 51 17 1 70 7 27 17 9
Olsenella sp. 807 1
Atopobium 0 2 0 6 66 92 95 91 0 4 0 0 0 0 2 0
Ato. parvulum 723 1
Ato. rimae 750 2 3
Atopobium sp. 416 6 66 92 95 91 2
Streptococcus [ 6 1 0 [ 0 0 0 0 30 [ 11 16 52 [ 3
Str. mutans 686 1 30 1 9 56
Str. oralis 707 1
Str. salivarius 755 2
Str. sanguinis 758 7 2
Str. vestibularis 21 4
Prevotella 0 1 0 [ [ 0 [ 0 21 7 [ 0 0 0 3 0
Pre. denticola 291 1 3
Pre. histicola 298 1
Pre. multisaccharivorax 794 21
Pre. oris 311 1
Pre. salivae 307 1
Pre. veroralis 572 4
Prevotella sp. 292
Prevotella sp. 300
Actinomyces 0 4 0 0 1 0 0 0 0 1 47 1 4 0 2 9
Act. gerencseriae 618 1
Actinomyces sp. 169 42
Actinomyces sp. 170 1
Actinomyces sp. 171 4 2 1
Actinomyces sp. 180 1
Actinomyces sp. 446 3
Actinomyces sp. 448 1 3 1
Actinomyces sp. 449 1 5
Actinomyces sp. 525 3
Veillonella 0 2 0 0 0 0 0 0 0 0 1 0 0 0
V. parvula 161 2 1
Veillonella sp. 158
I 0 0 [ [ 0 0 0 0 [ [ 0 0 0 0 1
Sel. noxia 130 1
F 1 ib 1 0 [ 9 0 [ 0 0 [ 0 0 0 0 0 2
Pse. alactolyticus 538 3
Pse. alactolyticus str. 23263T 6 2
Pse. fragi p423 1
Scardovia 0 38 0 18 1 0 0 0 0o 4 0 0 4 0 0 0
Sca. inopinata 642 18
Sca. wiggsiae 195 38 41 4
Others 58 17 9 7 1 0 0 0 1 1 8 6 1 11 2 24
Total clones 94 93 95 93 96 92 9% 92 92 94 91 8 93 89 91 87
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