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In this study we called phytoplasmas and plant viruses as nanopathogens and
developed research for nanopathogens under four main themes. In "the characterization of resistance
and susceptible genes", we determined novel resistance genes and characterized the functions of
resistance and susceptible genes. In "the screening of nanopathogen inhibitors"”, we created a novel
screening system for nanopathogen inhibitor. In "the characterization of the pathogenicity induction

mechanism™, we determined novel pathogenicity genes and characterized the functions of them. In "
the reverse genetic analysis on nanopathogens™, we employed a reverse genetic approach to elucidate
the roles of host specificity genes and pathogenicity genes. The results of these studies led us to
the integrated biological understanding of nanopathogens, resulting in development of valuable
agricultural research in both academically and practically.
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