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Roles of TTF-1/NKX2-1 lineage-survival oncogene in lung adenocarcinoma
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This study has demonstrated that ROR plays a crucial role as a “ sustainer”
receptor tyrosine kinase (RTK) in the molecular pathogenesis of lung adenocarcinoma through establishment
of Rorl conditional knockout mice exhibiting mutant EGFR-driven tumorigenesis. We have also found that
ROR1 sustains survival signaling of multiple RTKs by maintaining CAV1 expression and caveolae structure.
Finally, a novel gene, MXTN, modulating TTF-1-mediated transcriBtionaI regulation, was identified through
a combined approach employing both systems biologic and cancer biologic analyses.
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