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Regulation of gene expression through RNAI dependent heterochromatin formation and
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In eukaryotic cells, heterochromatin, which is important for the gene and
chromosome regulation, localizes at nuclear periphery, but its mechanism and physiological functions are
not understood. We previously found that RNAi factors which negatively regulate gene expression, form
factories for heterochromatin formation at nuclear periphery in fission yeast.

In this study, we found that RNAi factors contribute to the nuclear periphery localization of
heterochromatin. In addition, analysis of nuclear membrane proteins revealed that Lem2 plays a role in
the formation and the nuclear periphery localization independently on RNAiI factors. Especially, Lem2
regulates heterochromatin in response to the growth condition. These findings are important for the
understanding of epigenetic response to environmental changes.
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