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Meiosis is an important biological event that produces genetic diversity of
eukaryotes. This project analyzed molecular functions of three rice proteins important for meiosis
progression. MEL2 controls meiotic entry in rice. We identified the RNA consensus sequence that MEL2

preferentially bound in vitro, and predicted the genes under the control of MEL2. Next, the
analyses of germline-specific Ar?onaute MEL1 and anther tapetum-specific transcription factor EAT1
revealed possibilities that small RNAs regulated male meiosis non-cell autonomously, and triggered
chromosome remodeling in male meiocytes. These findings unveiled that RNA-mediated epigenetic
regulatory mechanisms play essential roles in progression of plant meiosis.
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/NET P25 (KOMIYA, Reina)
2 ¥ (LIU, Hua)

=k E/A (MIMURA, Manaki)
kA & (EIGUCHI, Mitsugu)
ZE AU (KUMU, Rise)

#E i+ (FURUYA, Noriko)
P 35 (MAKINO, Tomomi)



