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Metagenomic and metatranscriptomic analysis of rice paddy soil

Senoo, Keishi
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DNA RNA
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Waterlogged paddy soil is characterized by surface oxidized and lower
reduced layers, where various kind of oxidation/reduction reactions proceed. Shotgun DNA/RNA

sequencing analysis (metagenomics and metatranscriptomics) of both layers soil samples revealed
whole picture of microbial communities involved in methane generation and oxidation. Our analysis
also revealed that most reductive nitrogen transformation (nitrogen fixation, DNRA and
denitrification) gene transcripts were derived from Deltaproteobacteria, particularly the genera
Anaeromyxobacter and Geobacter, previously known as iron reducers. This finding suggests the
important role of these bacteria for nitrogen fertility of paddy soil.
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