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Hyperlink Management System (HMS; http://biodb.jp/) is an automatically updating,
integrated database of data IDs and their relationships that are used in major biological databases. We
newly added several databases concerning genomic polymorphisms into HMS, and realized a comprehensive
data search in a recursive manner through a chain of hyperlinks, which can promote discoveries in the
field of genome medicine. Also, we developed and released a web service for bulk retrieval of data IDs
and URLs. In the near future, we plan to install new functions such as enrichment analysis tools.
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