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The function of histone demethylase JMID1A as a signal-sensing scaffold
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i i Regulating metabolic diseases including diabetes mellitus and ob@sitﬁ_is an
important research issue for human health. We previously elucidated that the mouse lucking hi

stone
demethylase JMJD1A is obesity, diabetes, and cold-sensitive. In this study, we elucidated that
JMID1A is phosphorylated at S265 by [ -adrenergic stimulation in response to acute cold exposure.
Phosphorylated JMWID1A forms complex with SWI/SNF chromatin remodeler and nuclear transcription
factor PPARy . The P-JMJD1A-SWI/SNF-PPARy complex induces enhancer-promoter proximity by forming
long-range chromatin loop and, in turn, regulates thermogenic gene expression. Thus, phosphorylated
histone demethylase JMID1A regulates metabolic gene expression by mediating long-range genomic
interactions in response to [3 -adrenergic stimulation.
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