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Explanation of assembly mechanism of 5S RNP in eukaryotic ribosome biosynthesis
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Proteins Rpf2 and Rrsl act as ribosome assembly factors which recruit RpL5, RpL11
and 5S rRNA into pre-90S by formation of 5S RNP complex. In this study, in order to elucidate how Rpf2
and Rrsl work for maturation of pre-90S, we determinate the Rpf2-Rrsl core complex from Aspergillus
nidulans. The structure contains the tightly interlocked N-terminal domains of Rpf2 and Rrsl. The
long-helix of Rrsl joins the C-terminal half of Rpf2 N-terminal domains as if it is a part of a single
molecule. In addition, gel shift analysis of Rpf2-Rrsl complex and its mutants revealed that the
Rpf2-Rrsl complex binds directly to 5S rRNA with three parts. Based on these studies and previous
reports, we propose a model for ribosomal component recruitment to the pre-90S ribosome precursor.
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