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Development of molecular-based identification systems for multi-species
predator-prey systems in agro-forest ecosystems
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We have conducted DNA barcoding of insects in agro-forest ecosystems and
established a NGS system for analysis of multi-species predator-prey systems. We found and solved
many species-level taxonomic problems on Lepidoptera and Hemiptera as pest herbivores and on
ichneumonoid parasitoids as natural enemies. For Odonata species, it was proved that nuclear ITS
region is superior to mitochondrial COl region for designing specific primers to discriminate close
congeners. Also, we demonstrated the usability of our improved NGS system for the multi-species prey

analysis of a generalist predator bug Nesidiocoris tenuis in greenhouses.
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