(®)
2013 2015

AM

Strigolactone-inducible symbiotic signals from arbuscular mycorrhizal fungi

AKIYAMA, KOHKI

13,500,000

AM
AM Myc
Myc
AM Myc

In this study, we examined Myc-LCOs and chitin oligomers as well as water
extracts from mycelia of Rhizophagus irregularis for induction of AM symbiosis-related gene expression in
roots of rice (Oryza sativa). The structure analysis of chitin from R. irregularis, the main chitinous
component in the fungus, was also conducted by enzymatic hydrolysis.
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