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Building genomic information platform of Oncomelania snails, intermediate host
snails of Schistosoma japonicum.
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Genetic studies on the intermediate host snails, Oncomelania spp, was performed.
By the use of genome-amplification method, whole genome analysis was possible from the limited number of
snails, and the genome size was 1.47g base, which was much more bigger than Biomphalaria snails. Whole
mitochondrial DNA was sequenced and phylogenetic analysis was done about five sub-species of Oncomelania
hupensis. Results indicated that the origin of this snail species seemed to be 0. h. robertsoni,
distributed in the west part of China, and mover to the east to form 0. h. hupensis and finally to 0. h.
nosophora distributed in Japan. The Filipino snails, 0. h. quadrasi seemed have separated from 0. h.
robertosoni. Considering research on Schistosoma japonicum, evolutional profiles were different from

their intermediate host snails.
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