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Influenza virus M2 protein plays an important role in the packaging of influenza
virus ribonucleoprotein complexes (RNPs) into progeny virions. Our purpose of this study is to identify
M2-interactiong host proteins that are involved in intracellular transport of M2 proteins and RNPs. First
we identified that GBF1l interacted with M2 protein. Down regulation of GBF1l specifically inhibited the
virus replication. Further experiments revealed that GBFl is responsible for assembly and virus particle
formation, but not for intracellular transport of RNPs.
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