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Establishment of cancer diagnosis system by multi-platform metabolomics
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2-phase screening

In this study, we analyze serum from cancer patients by using gas chromatograph
mass spectrometry and liquid chromatograph mass spectrometry, and then validated the possibility for the
cancer profiling diagnosis system based on the alterations in the levels of blood metabolites. We
established the four kinds of the analyzing platform for blood metabolites, and then analyzed serum from
cancer patients by using these platforms. As a result, we could find the candidates for metabolite
biomarkers, and furthermore could suggested the new diagnosis procedure called ‘ 2-phase screening
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