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Depend on recent advances in molecular pathology of human glioma, more accurate
analysis is required for novel therapies. We established more precise genetic analysis by HRM and more
simple evaluation method based on gene expression. The correlation between the gene expression type and
microRNA (miR-9, -10b) indicated the relevance of microRNA for the mesenchymal-proneural transition.
Furthermore analysis of secretory microRNA has revealed the potential role of secretory microRNA
(miR-127, -145, -31) for glioms invasion. In addition, based on the expression of serum (plasma)
microRNA, we identified potential novel biomarkers (miR-4530, -4294, -4534) for glioma patients.
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