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Genetical studies on native animals and their wild relative animals in Kazakhstan

NISHIBORI, MASAHIDE
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In this research project, genetic studies were carried on about the analysis for
native animals (cattle, horse, sheep and goat) and its wild relative animal (Saiga) to reveal the genetic
positions, relationships and gene flow in Asia, especially in Central Asia and Kazakhstan which were a
trade (on the silk road) to East Asia from Europe and West Asia, and were to reveal its own details.
There was also important significance to utilize these results for future®s preservation and utilization

effectively of animal resources in Kazakhstan.
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Fig. 4. Neighbor- joining (NJ) tree generated by MEGA 6 among 15 saiga animals in Kazakhstan Based on complete
D-loop sequence. Saiga tatarica (accession No. IN632700) used as reference sequence. Bootstrap values from 1000
replicates are shown when they exceed 50%. All insetion deleted.
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