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Influenza virus transmission, evolution and appearance of drug resistant viruses in
Asia.

SAITO, Reiko
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During the fiscal three years from 2013 to 2015, we conducted influenza virus
surveillance in four countries, that is, Myanmar, Malaysia, Vietnam, and Lebanon. We collected 1820
nasopharyngeal samples from influenza-like illness patients and isolated 456 influenza virus (136 of
A/HIN1pdo09, 169 of A/H3N2, and 151 of B). We estimated transmission patterns, and it turned out
A/HIN1pdm09 shuttles between Asian side (Myanmar and Japan) and Europe side (Lebanon). In contrast, a new
genotype in A/H3N2 appears in Myanmar a half year earlier than in Japan and Lebanon, that suggested
A/H3N2 had one way transmission direction from Myanmar to Japan or to Lebanon. Type B did not show a
certain geographical tendency due to fewer genetic diversity within Yamagata or Victoria lineages. We
analyzed appearance of drug resistant influenza virus by the genetic marker assay for NA-H275Y and drug
susceptibility test, but there was no appearance of resistant strains against neuraminidase inhibitors.
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