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Studies on Lassa fever which is endemic in South-east area of Nigeria
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Lassa fever caused by Lassa virus with high virulence is serious problem in West
Africa, especially in Nigeria. In this study, we collected 121 serum samples from suspected patients in
South-east area of Nigeria during 2012-2016 and analyzed. RT-PCR assay showed that 32 samples were
positive for Lassa virus. Genetic analyses for virus genes revealed that Lassa virus has been genetically
conserved without any positive selection for long time in this area. In addition, analysis with a next
generation sequencer suggested that E. coli 0157:H7 may be involved in the increased lethality of Lassa
virus infection in this area.
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