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Analysis of cancer attractors on gene expression potentials by gene-environment
(GXE) interactions
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Toward systems-level understanding of transition of cancer attractors, we
clarified cancer attractors and their transitions on gene expression potential during
epithelial-mesenchymal transition in cancer metastasis by analyzing time-course gene expression data. We
conducted PCA on gene expression data to reduce their dimension, and inferred gene regulatory network
regulating cancer attractors. As for cancer metastasis, we evaluated effects on gene expression potential
by gene-environment (GxE) interactions, and clarified stability of cancer cells on gene expression
potentials and trajectory of their attractors under certain condition of gene and environment.
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