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A study of the relationship between DNA methylation profile of promoter region
and gene expression
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The object of analysis in this study is DNA methylation. DNA methylation is
a phenomenon in which a methyl group is added to a CpG site. When DNA methylation occurs, binding of
transcription factors is inhibited, and transcription of genes is suppressed.

A DNA methylation inhibitor was added to human pulmonary artery endothelial cells and the gene
expression change was measured. DNA methylation analysis of genes with altered expression was also
performed. There was almost no chan?e in the degree of DNA methylation of the gene whose expression
was greatly changed. From this result, it is considered that DNA methylation does not regulate gene
expression on its own.
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