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Development and application of detection methods for genes like the ones for
ammonia- or methane- oxidation
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New nonmethane hyhdrocarbon assimilating marine bacteria were isolated and
pmo-like genes were found in the isolates. Those pmo-like genes of marine strains were analyzed. Primers
for pmo-like genes of non-methanotrophic bacteria were created. Those pmo-like genes in the environmental
samples were amplified using the primers by PCR and a new group of genes in addition to the genes in the
group of ethane- or ethylene- assimilating bacteria were detected.
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trosococcus oceani ATCC 19707<ABY89139>
Methylomicrobium sp. NI<BAE86885>
Methylocaldum sp. T-025<BAF49660>
Methylococcus capsulatus str. Bath<AAU92182>
Methylocystis sp. SC2<CAE47800>
Methylocystis sp. M<MSU81596>

ethylosinus trichosporium OB3b<MTU31650>
EVerrucomicrobiae bacterium V4 pmoA1<ABX56601>
Verrucomicrobia bacterium SolV pmoA1<ABU88148>
Nitrosomonas sp. TK794<BAA92239>
_ENilrosomonas sp. ENI-11 amoA1<BAB84328>
Nitrosomonas europaea amoA1<AAC38651>
Nitrosospira sp. NpAV amoA1<AAB86881>
lethylococcaceae bacterium ET-HIRO pmoA1<BAH22836>
Methylococcaceae bacterium ET-SHO pmoA1<BAH22830>
lethylococcaceae bacterium ET-HIRO pmoA2<BAH22839>
Methylococcaceae bacterium ET-SHO pmoA2<BAH22833>

Haliea sp. ETY-M<BAM38053>
Haliea sp. ETY-NAG<BAM38059>
ETY-TS

liBTB—OSw pmoA3
_:Mycobacterium chubuense NBB4<ADT71671>
‘Nocardioides sp. CF8<ADW80613>

Nitrosopumilus maritimus SCM1<ABY89139>
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