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Myt-1

Development of methods for reducing volume and reutilization of waste seaweeds with
a novel species bacterium Myt-1 capable of degrading seaweeds.

Nakamura, Shogo
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We have isolated a novel Saccharophagus species strain Myt-1 from Toyama bay.
Myt-1 was capable of degrading 3 kinds of seaweeds thalli and 10 or more kinds of polysaccharides, such
as cellulose and alginic acid. The analysis _results with genes and proteins show that Myt-1 has 93 kinds
of genes for degrading polysaccharides. It is expected that Myt-1 and its produced enzymes are applicable
in a variety of industries.
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