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Kinetic analysis of the self-digestion effect on the thermal stability of proteases
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Although the kinetic stability of protease was traditionally analyzed by
considering only the conformational change, a new kinetic model has been constructed with considering the
self-digestion, Based on this method, the global analysis for the calorimetric data of proteases under
various experimental conditions has been developed where the kinetic parameters were determined
precisely. Using this method, Kinetic stability of a metalloprotease, thermolysin (TLN) and a serine
protease, savinase (SAV) has been analyzed successfully, and the effect of the inhibitor on the stability
of TLN, and the effect of Ca ion on the stability of SAV, have been evaluated. Furthermore, the method
has benn successfully applied to evaluate the kinetic stability of non-protease proteins consisting of
multi-unit, such as calmodulin and amylomaltase, indicating the versatility of the method.
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