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Cervical cancer is caused by certain types of human papilloma virus. The viral E7

is a small 98-amino acid protein that binds various cellular proteins in a host cell. Among these
interaction proteins, UBR4 is a huge apBrox. 5800-amino acids protein. This study found out that the E7
ox domain in UBR4. The UBR box domain is involved in a

binds to UBR4 via the conservative UBR
?ated a metabolic stability of the E7 in genetically modified

physiological role of UBR4. Next, we investi
UBR4-deficient cells. The E7 was significantly unstable in the UBR4-lacking cells. Our results suggest
that the E7 forms a stable complex with the UBR4 and the complex regulates the viral cancer activity in

host cells.
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