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The origin of Pyrus species native to East Asia: Population structure and genetic
diversity of Wild Ussurian and sand pears
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Pyrus ussriensis Maxim. is native to the northern part of China, but whose
habitats are currently being destroyed by environmental changes and human deforestation. Wild Ussurian
pear populations possessed low genetic diversity as a result of habitat fragmentation. These were divided
into 5 groups based on the Bayesian clustering method using nSSRs and by haplotype distributions by
CpSSRs. The genetic diversity of the populations in Inner Mongolia and north east of Heilongjiang
representing unique genotypes was especially low. These populations need urgent conservation because of
their genetic vulnerability and peculiarity. Distant evolutionary relationships between P. ussuriensis
Maxim. in China and var. aromatica in Japan inferred from phylogenetic analysis are also discussed.
Although wild sand pears were also explored on mountain areas in central region of China, individuals
sampled were identified with interspecific hybrids between sand pear cultivar and pea pear by DNA
analysis.
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