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Folding mechanism of non-two-state proteins based on correlation analyses of
kinetic folding data

Kuwajima, Kunihiro
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We carried out literature searching on the folding kinetics of globular
proteins, and constructed a protein-folding database. The total entry number of the database is 141,
consisting of 59 non-two-state proteins and 82 two-state proteins. We took the non-two-state
proteins and the two-state proteins separately from the database, and investigated correlations
between the logarithmic rate constant (In kf) of folding and the structural properties of proteins.
We show that using the logarithmic number of nonlocal contact clusters, a structural property
proposed by us, we can clearly describe differences in the molecular mechanisms of folding between
the non-two-state and the two-state proteins.
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