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Regulation of a heterochromatin structure in rDNA promoter
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There are two types of chromatin structure, euchromatin and heterochromatin in
eukaryotes. These structures are exchangeable, but the molecular mechanisms are not clear. In this study,
we attempted to identify a molecule specific for heterochromatin and investigate the mechanism of
controlling the molecule in ribosomal RNA gene (rDNA) promoter. First our data suggested that HP1, which
bound to H3K9me3, was not a heterochromatin mark in rDNA promoter. Second, SF-KDM2A, which was expressed
from the gene encoding histone demethylase KDM2A and did not possess the demethylase activity, reduced
H4K20me3 in rDNA promoter. We found that SF-KDM2A controlled accumulation of Suv4-20h2, which resulted in
elevation or reduction of Suv4-20h2, and the activities may be affected by cell culturing conditions. Our
datg_sgggest that SF-KDM2A can control the chromatin structure of rDNA in response to environmental
conditions.
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