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Roles of translesion synthesis in plant genome stability
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4,100,000

DNA
DNA DNA DNA
DNA DNA
DNA DNA

In order to clarify the molecular mechanism by which plants cope with
DNA-damaging stresses that endanger the genome stability, we have analyzed the DNA polymerases that
specifically replicate damaged DNA. We found that translesion synthesis (TLS)-type DNA polymerases
interact each other and also with DNA replication clamp. We also found that the frequency of homologous
recombination was significantly increased by ultraviolet light irradiation when either AtRevl or AtPol(
was disrupted. Furthermore, both mutation and recombination frequencies were affected when plants were
groan in the presence of a heat shock protein (HSP) inhibitor, suggesting HSPs are involved in two
pathways.
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