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Determination of bovine leukemia virus susceptible and resistant gene by the
comparison of Japanese native cattle with Japanese Black cattle
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We sequenced bovine major histocompatibility complex region for 12 of
Kuchinoshima cattle, 11 of Mishima cattle and 10 Japanese black cattle by target re-sequencing method
using Next generation sequencer to determine whether the susceptible/resistant genotype for bovine
leukemia virus were originated from Japanese native cattle or not. PCA analysis showed that susceptible
gene were came from Japanese native cattle but resistant gene were introduced from foreign country.
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