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Analysis of mechanism of gene expression regulation by testis-specific homeodomain
protein
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To clarify the role of transcription factors in the control of gene expression in
spermatogenesis, we analyzed expression and function of a homeodomain protein, Nkx2-6, that was estimated
to be a testis-specific expressed protein. We found that Nkx2-6 was mainly expressed in testis, and that
spermatids highly expressed this protein. In addition, we found that Nkx2-6 had potential as a
gene-expression regulator of testis-specific genes, Prml and Akap3. In this study, we show part of the
function of Nkx2-6 in regulation gene expression associated with spermatogenesis.
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