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Analysis of the imprinted genes regulating Cdx2 expression in mouse trophoblast
stem cells.
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To clarify the function of parental genomes for the placentation in mice, the
regulation of Cdx2 expression in trophoblast stem cells derived from androgenetic embryos (ATS cells) has
been examined. CDX2-positive giant cells were detected in ATS cells. Moreover, Cdx2 was expressed via
MEK-ERK and non-MEK-ERK pathway. These unique characteristics in ATS cells may provide the novel
information to understand the function of parental genomes for Cdx2 expression.
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