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Comparative analysis on two Leptospira interrogans strains which exhibit different
severity to humans
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To clarify the mechanism underlying the difference in virulence of the various
Leptospira strains, experimental infections of hamsters with strains of two L. interrogans serovars
Manilae (highly virulent: HV) and Hebdomadis (less virulent: LV) were performed.Severe disruption of
renal tubules in kidney tissues and hemorrhage in lung tissues were observed in HV-infected hamsters. A
significantly higher bacterial burden was observed in liver tissues of hamsters infected with HV than
those infected with LV. The expression levels of multiple cytokine genes in blood, liver, and lung tissue
were also significantly higher in hamsters infected with HV than those infected with LV.These results
demonstrate that HV multiplied more efficiently in liver tissues and induced significantly higher
expression of genes encoding pro- and anti-inflammatory cytokines than LV. In addition, our results
suggest a HV-specific mechanism responsible for inducing severe damage in Kidneys and hemorrhage in lung.
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