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HIV-2 Vpx has a function to degrade host anti-viral factor SAMHD1 in macrophages.
We already showed SAMHD1 degradation-independent function in activated T cells, however the details
remain elusive. This study was started to aim at elucidation of this function of Vpx. We first performed
mutational analysis. As results, we found two mutants, C87A and P109A as candidates to have decreased
SAMHD1 degradation-independent function, thus their details were examined. Finally, we got the following
results: (1) C87 and the other three amino acids form zinc finger to stabilize protein. (2) poly-proline
motif including P109 has various functions, e.g., to multimerize Vpx and regulate SAMHD1 degradation
negatively, and to facilitate the specific degradation of SAMHD1 in macrophages. (3) There are no
evidences that Vpx carries SAMHD1 degradation-independent function in macrophages. It can be considered
that Vpx has this function in activated T cells, thus the detail is under the progress.
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