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Analysis of base excision repair in multiple myeloma

Saitoh, Takayuki
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Polymorphism studies of base excision repair (BER) genes, including 0GGl, XRCC1,

APE1, MUTYH,and PARPI, showed that multiple myeloma MM) patients with 0GG1l Cys/Cys (low activity type)
or PARP-1 non Val/Val (low activity type) were increased than health controls. Furthermore, mRNA
expression of BER genes, incuding 0GG1, APEl, and PARP-1 ,was increased in MM patiets. In additon, new

generation PARP-1 inhibitor was effective in MM cell lines, suggesting inhibition of BER pathway may be a
treatment opition in the future.
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