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Blood expression mechanism and function of TFPI2: a new biomarker for ovarian
cancer
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In this study, we examined relationship between TFPI2 and OCCC by
investigating mechanisms underlying blood expression of TFPI2 in OCCC patients, and sought to
evaluate the serum biomarker performance of TFPI2 in preoperative prediction of OCCC. TFPI2 gene
was highly expressed in tumor tissues from OCCC patients. Unlike other cancer cell lines, and

hypermethylation of TFPI2 promoter was undetected in OCCC-derived cell lines. Gene knockdown
experiments showed that p53 is a more likely candidate for transcription factor involved in the

characteristic expression of TFPI2 in OCCC. Serum TFPI2 was specifically elevated in OCCC patients,
consistent with the gene expression level in the tumor tissues. These results suggest that TFPI2

is a useful serum biomarker for clinical diagnosis of OCCC.
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