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IL-1RN VNTR 2-repeat allele IL-6 -634 G/G
IL-10 -1082 A/G 9.20, 41.01,
6.49 AKT1 rs1130233
A 5% 4.57

Using the data from 59 gastrointestinal cancer patients under palliative
care who gave us informed consent, we conducted the analyses of the influence of genotypes on the
survival and the risk of weight loss of these patients. As a result, significantly worse survival in

those with the IL-1RN VNTR 2-repeat allele, those with the IL-6 -634 G/G genotype, or those with

the IL-10 -1082 A/G genotype was observed (with the adjusted hazard ratios of 9.20, 41.01 or 6.49,
respectively), whereas those with the AKT1 rs1130233 A allele had significantly increased risk of

weight loss of more than 5% within 6 months (with the adjusted odds ratio of 4.57), suggesting the
feasibility and usefulness of genetic testing in cancer palliative care.
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IL-1RN VNTR @ 2-repeat 7 Vv, IL-6 —634
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DAFEIZ X D%~ — KIk (adjusted odds
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comparison groups aHR-1 aHR-2

IL-1B C-31T (rs1143627)

all 3 genotypes 0.97 (0.41-2.25) 0.66 (0.29-1.49)
vt. hetero+vt. homo vs. wt. homo 1.09 (0.31-3.85) 0.78 (0.22-2.84)
vt. homo vs. others 0.78 (0.17-3.69) 0.30 (0.05-1.66)

IL-IRN VNTR?
all 3 genotypes 8.36 (2.08-33.66) 8.89 (2.05-38.54)
vt. hetero+vt. homo vs. wt. homo 6.85 (1.24-37.83) 9.20 (1.56-54.39)
vt. homo vs. others - -
IL-6 C-634G (rs1800796)
all 3 genotypes 2,68 (1.02-7.05) 2.63 (0.95-7.26)
vt. hetero+vt. homo vs. wt. homo 1.91 (0.66-5.57) 1.71 (0.59-4.97)

vt. homo vs. others 17.91 (2.71-118.49) 41.01 (4.66-360.94)

11-8 T-251A (1s4073)

all 3 genotypes 0.80 (0.35-1.83) 1.14 (0.45-2.87)
vt. hetero+vt. homo vs. wt. homo 0.88 (0.30-2.60) 1.19(0.38-3.71)
vt. homo vs. others 0.45 (0.05-3.84) 1.10 (0.12-9.95)

IL-10 T-819C (rs3021097)
all 3 genotypes 1.00 (0.45-2.24) 0.94 (0.39-2.28)
vt. hetero+vt. homo vs. wt. homo 1.30 (0.41-4.11) 1.01(0.31-3.22)
vt. homo vs. others 0.51 (0.06-4.06) 0.73 (0.09-5.72)

IL-10 A-1082G (rs1800896)

AG vs. AIA 2.65 (0.55-12.69) 6.49 (1.04-40.69)
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SELP rs6128
AA 8 3 1 1 1
NG 15 12 046(0.10-216) 0.45(0.09-2.16) 0.71(0.13-3.80)
GIG 9 4 0.84(0.14-4.97) 0.82(0.13-5.03) 1.38(0.19-9.91)

AKT1 151130233

GG 6 9 1 1 1
AG 2 6 5(126-198) 620(142-27.0) 7.11(141-357)
AA 6 4 225(043-115) 223(042-118) 223(0.39-126)
AIG+AIA % 10 39(L10138) 437(117-162) 457 (L14-183)

ICAMI 15281432
crc 13 10 1 1 1
Gic 15 22(061-7.88)  215(059-780) 241 (0.62-9.32)
GG 2 3 048(0.06-343) 050(0.07-360) 0.76 (0.09-5.87)

TNFRSF1A rs4149570
G/G 9 9 1 1 1

TI6 19 7 271(076-963) 277(0.70-10.9) 255 (0.60-10.7)

i 4 3 133(0.22-774) 127(020-802) 115(0.16-797)
LIF 15929271

il 10 5 1 1 1

GIT 18 11 081(068-585) 0.82(021-308) 087 (0.21-350)

[ele 4 3 066(0.10-420) 069 (010-446) 0.72(0.10-501)
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Comparison groups aHR-1 aHR-2

MTHFR C677T (rs1801133)
all 3 genotypes
vt. hetero+vt. homo vs. wt. homo
vt. homo vs. others

0.74(0.36-1.55)  0.97 (0.49-1.95)
0.81(0.27-249)  1.70 (0.50-5.76)
043(0.08-217)  0.41(0.08-2.03)

MTHFR A1298C (rs1801133)
all 3 genotypes 0.97 (0.33-2.87)  0.67 (0.22-2.03)
vt. hetero+vt. homo vs. wt. homo ~ 0.98 (0.33-2.96)  0.67 (0.22-2.08)

MTR A2756G (rs1805087)
all 3 genotypes 042 (0.13-1.38)  0.42(0.12-1.43)
vt. hetero+vt. homo vs. wt. homo ~ 0.42 (0.13-1.39)  0.42(0.12-1.44)

MTRR rs10380 (His595Tyr)
all 3 genotypes 153 (0.47-4.97)  2.55(0.62-10.5)
vt. hetero+vt. homo vs. wt. homo ~ 2.02 (0.50-8.12) ~ 3.10 (0.66-14.5)

SHMT C1420T (rs1979277)
all 3 genotypes 0.45(0.09-2.21)  0.16 (0.02-1.11)
vt. hetero+vt. homo vs. wt. homo ~ 0.45(0.09-2.21)  0.16 (0.02-1.11)
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MTHFR C677T (151801133)
cic 0 8 1 1
cr 15 8 147(041-526) 1.73(0.44-6.80)
T 7 3 183(0.35-954) 250 (0.43-14.63)
C+Tm 2 11 157(048-513) 193(054-6.92)

MTHFR A1298C (1s1801133)
AA 2 15 1 1
AIC +CIC 10 162(042-6.23)  0.79(0.16-3.83)

MTR A2756G (rs1805087)
AIA 19 1 1 1
AIG + GG 13 0.87 (0.27-2.84)  1.37(0.37-5.12)

MTRR rs10380 (His595Tyr)
cic 8 15 1 1
Cm+Tm 4 053(0.12-246)  0.40 (0.08-2.02)

SHMT C1420T (151979277)
AIA 2 1 1 1
AIC +CIC 10 5  130(0.37-466) 1.45(0.38-554)
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SNP  iEfn A n Mg N=F> P P

W% (1 mol/L.) ANOVA ANCOVA

CPT1B G320D

GIG 216 36.0+10.4 0.133 0.299
AG 2 249423
NA 0 -

CPT1B S427C

GIG 63 370+11.0 0.538 0.715
GIC 110 35.2+10.2
CiC 45 36.2+10.2

CPT1B c.282-18 C>T

CiC 62 36.1+10.1 0.636 0.980
TIC 105 35.3+10.4
TT 51 37.0+10.9

CPT1B p.E531K

GIG 62 36.1+10.1 0.509 0.851
AG 104 35.2+10.4
AA 52 37.2+11.0

CPT2 V368l
AA 110 35.4+104 0.398 0.674
AG 89 37.0+ 105
GIG 19 34.0+105
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