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Studies on the regulation of Fos family gene expression involved in late-onset
increases of tumor induced by arsenic
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In this study, we investigated the mechanisms of Fosb gene expression focused on
epigenetic regulation by arsenic in mouse hepatoma Hepalclc7 cells. Upon exposure of Hepalclc7 cells to
0.5 p M As203, the eeression of Fosb was greatly increased after 2 days. The bisulfite sequencing
revealed that DNA methylation level decreased in the DNA regions around transcription start sites (TSS)
of Fosb gene by arsenic. We also found a decrease of DNA methylation level in the same DNA region and an
increase of Fosb gene expression by DNA methyltransferase inhibitor 5-Aza-2"-deoxycytidine and siDnmt3b
in Hepalclc7 cells. These results suggested that the DNA methylation change in the DNA regions around TSS
of Fosb gene by Dnmt3b is involved in its expression regulation by arsenic in Hepalclc7? cells.
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