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Evaluation and investigation between the risk of cardiovascular disease and
SNP-environment interaction in the company labor men
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We performed a case-control study to explore novel SNP x clinical parameter(CP)
interactions as risk markers for MetS based on health check-up data of Japanese male employees. After
selection of 99 SNPs that were previously reported to be associated with MetS and components of MetS, we
performed logistic regression analyses to assess the association of each SNP with MetS. Of these SNPs,
five SNPs were significantly associated with MetS (P < 0.05). Then we performed multiple logistic
regression analyses, including an SNP term, a CP term, and an SNP x CP interaction term for each CP and
SNP that was si?nificantly associated with MetS. We identified a novel SNP x CP interaction between
rs7965413 and platelet count that was significantly associated with MetS (P < 0.01). We publised these
results as an English paper.
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Table. Mets

In 2001 In 2009 In 2001 In 2009 In 2001 In 2009

MetS component

Characteristic | Case n =360 males) Control (n=1983 males) Pvalue (case vs control)

[ 157(43.6) 360(100) 188(9.3) 28(124) 461x109 <100x10%0
Raised  blood [EVIFER]] 326(906) 236(119) 264(133) 302:10% 330x10°8
pressure, n (%)
Raised FBS;n (%) [EETER] 131(36.4) 45(23) 58(29) 535x10% 760107
Dyslipidemia, n [EYAR] 306(85.0) 192(97) 197(99) 217x10% 345x10°5
("
Number of Mets RSk} 3103 03:06 0407 £10x10°0 <100x10®
components
Number of MetS JUEES NS 2103 0205 0305 5.10x10% <1.00x100
components
excluding obesity
Table. 5 SNPs  MetS
SNP | Chr Positi | Near | Mino | HWE N MAF Logistic
on gene |r/maj | Pval regression
(GRC |s or ue analysis
h37, llel
) z e Case | Contr | Case | Contr | OR Pval
ol ol (95% | ue
1)
1s254 | 2 170,2 | LRP2 | C/T 0.231 | 360 1983 | 0.450 | 0.498 | 0.84 | 0.027
4390 04,84 (0.71
6 _
0.98)
rs180 | 4 141,4 | UCP1 | G/A 0.772 | 360 1982 | 0.456 | 0.502 | 0.83 | 0.022
0592 93,96 |, (0.70
1 TBC1 =
D9 0.97)
rsé62 | 11 116,6 | APO | G/A |0.515|360 |1983 |0.3680.327|1.21 |0.023
799 63,70 | A5 (1.03
7 —
1.43)
1s796 | 12 6,234 | VWF | T/C 0.770 | 360 1980 | 0.400 | 0.452|0.81 |0.012
5413 ,889 (0.69
0.96)
rsi41 | 13 110,2 | MYO | T/C 0.515 | 360 1982 | 0.131|0.102 | 1.31 | 0.030
1766 52,16 | 16, (1.03
0 IRS2 =
1.67)
Table. MetS SNP rs7965413

Model Model 1 Model 2 Model 3
term OR Pvalue | OR Pvalue | OR P value
(95%Cl) (95%Cl) (95%Cl)

SNP 0.78 0004~ | 0.4 0.076 0.82 0.033
(0.66- (0.70- (0.68-
0.92) 1.02) 0.98)

cp 1.35 147X 10 | 1.26 8.22% 10 131 4.14% 10
(1.20- . (1.10- * (11s- "
1.52) 1.44) 1.49)

Interactio | 1.33 0001 |132 0006|135 0.002'

n (1.12- (1.08- (1.12-
1.58) 1.60) 1.63)

Figure. rs7965413 genotype MetS

10.00 -
] 4 PLT 2 23.8x104/puL

o PLT < 23.8x10%pL

Age-adjusted odds ratio
P
=]

0.10
Genotype: cC CT T
n : 349 /378 572 /576 233 /232
Genotype

Table. Rs7965413

Group N Linear regression analysis Heterogeneity
B+SE P value I P value
Case 360 0.19 % 0,08 | 0.013" 90.2 0.001°
Control 1980 007% 0021
0.03
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