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Development of a novel diagnostic system using next-generation sequencing for
targetable gene alterations in lung cancer
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Establishment of a multiplex gene diagnostics is necessary for the development of
precision medicine in lung cancer. We have generated a novel multiplex gene diagnostics by
next-generation sequencing technology with a target enrichment system capturing genomic DNA. A variety of
targetable gene alterations such as gene mutations and fusions occurring in lung cancer were successfully
detected by our sequencing system. The detection sensitivity of targetable gene alterations by our
diagnostic method was revealed to be more than 5% of cancer-derived genomic DNA. Further examination and
evaluation for the clinical validity and utility are needed to establish this diagnostics. Additionally,
the application of this method to gene diagnoses with peripheral blood samples; i.e., liquid biopsy, is
an important issue to be essentially addressed.
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