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We have demonstrated generation of a novel pharmacophore from artificial
drug-like core structure (i.e. salicylic acid) by optimization of the surrounding peptide sequence. The
point is that the drug-like core structure is never known to bind to a target protein. That is entirely
different from improvement of a known drug structure by similar in vitro selection. We hope that computer
assisted de novo designing, data mining from broad public databases, and/or docking simulation of the
small drug-like core molecule followed by optimization of its surroundings by peptide via the 10BASEd-T
would be a general technology for drug discovery. This has been published in an open-access journal of
Molecules, 19, 2481-2496 (2014).
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