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An?=ysis of a transcriptional network for potential pluripotency in primordial germ
cells
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Primordial germ cells (PGCs), precursors of sperm and oocyte, is an embryonic
cell type, which potentially possess the pluripotency, a cellular ability to give rise to all of cell
types in the body. The explicit pluripotency (e.g., pluripotent stem cells, mismigrate PGCs) is a harmful
property, which give rise to teratoma, but the mechanism to make pluripotency to be a “ potential” one
is largely elusive. Recently, | developed a method to faithfully identify genomic binding sites of
transcription factors in a small number of cells (~10,000 cellsg. In this study, | investigated
application of this method to Iuri?otency transcription factors expressed in PGCs, and identified the
OCT4 binding pattern in PGC-like cells distinct form that of ES cells, suggesting a transcription network
characteristic of potential pluripotency.
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