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Phylogenetic distribution of rare biosphere in microbial ecosystems
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The rare microorganisms are low abundant but accounted for most of the diversity
in the community. In this study, the phylogenetic distribution and novelty of these rare microbes are
explored using the fractionation of nucleic acids based on the Cot-based analysis. Our results indicated
that although the community structure of rare microorganisms was different from those of abundant
microbes, most of rare taxa were not always phylogenetically novel groups compared with abundant taxa and
their phylogenetic diversity was not significant different with those of abundant taxa.
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