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Studies on microRNAs involved in vegetative phase change of fruit trees
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Long period of juvenile phase (several years) in fruit tree species inhibits
their rapid breeding. Understanding the internal control mechanism of phase transition from juvenile
phase to adult phase would ﬁrovide new insights to control flowering time in fruit tree species.
Recently, two microRNAs such as miR156 and miR172 were reported to control phase transition in woody
perennials. Here, we examined whether the same control mechanisms exist in deciduous fruit tree, Japanese
apricot (Prunus mume) and evergreen fruit tree, grapefruit (Citrus paradisi). We found that miR156 and
miR172 was up- and down-regulated, respectively, in juvenile phase whereas the opposite expression
patterns were found in adult phase. Correlation between miR156/miR172 expressions and
internally-regulated juvenility in adult tree was also found. Taken together, these results suggested
that miR156/miR172 might be involved in internal control mechanism of vegetative phase transition in
fruit trees.
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